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FIG. 13A 
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FIG. 18 

Name Template Species gene Length Sequence 5'->3' 

mecA 281 S. aureus mecA 281 (coding strand) 

ATCCACCCTCAAACAGGTGAATTATTAGCATTGTAAGCACACCTTCATATGACGTCTATCCATTTATGTATGGCAT 
GAG T AAC G AAG AAT AT AAT AAAT T AAC C G AAG AT AAAAAAG AAC C T C T GC T CAAG T C AAT C C AG AT T AC AAC T T C A 
CCAGGTTCAACTCAAAAAATATTAACAGCAATGATTGGGTTAAATAACAAAACATTAGACGATAAAACAAGTTATA 
AAATCGATGGTAAAGGTTGGCAAAAAGATAAATCTTGGGGTGGTTACAACGT 

Coa S. aureus coagulase 480 

CGAGACCAAGATTCAACAAGCCAAGTGAAACAAATGCATACAACGTAACGACAAATCAAGATGGCACAGTATCATA 
CGGAGCTCGCCCAACACAAAACAAGCCAAGTGAAAAAACGCATATAACGTAACAACACATGCAAATGGTCAAGTAT 
CATACGGTGCTCGCCCAACACAAACAAGCCAAGCAAAACAAATGCATACAACGTAACAACACATGCAAATGGTCAA 
GTATCATATGGCGCTCGCCCGACACAAAAAAAGCCAAGCAAAACAAATGCATATAACGTAACAACACATGCAAATG 
GTCAAGTATCATACGGAGCTCGCCCGACATACAAGAAGCCAAGCGAAACAAATGCATACAACGTAACAACACATGC 
AAATGGTCAAGTATCATATGGCGCTCGCCCGACACAAAAAAAGCCAAGCGAAACAAACGCATATAACGTAACAACA 
CATGCAGATGGTACTGCGACAT 

Tuf 142 S. aureus Tuf 142 

GTGGTCAAGTATTAGCTGCTCCTGGTTCAATTACACCACATACTGAATTCAAAGCAGAAGTATACGTATTATCAAA 
AGACGAAGGTGGACGTCACACTCCATTCTTCTCARACTATCGTCCACAATTCTATTTCCGTACTAC 

Tuf 372 S. aureus Tuf 372 

TGATGCCRGTTGAGGACGTATTCTCAATCACTGGTCGTGGTACTGTTGCTACAGGCCGTGTTGAACGTGGTCAAAT 
CAAAGTTGGTGAAGAAGTTGAAATCATCGGTTTACATGACACATCTAAAACAACTGTTACAGGTGTTGAAATGTTC 
CGTAAATTATTAGACTACGCTGAAGCTGGTGACAACATTGGTGCATTATTACGTGGTGTTGCTCGTGAAGACGTAC 
AACGTGGTCAAGTATTAGCTGCTCCTGGTTCAATTACACCACATACTGAATTCAAAGCAGAAGTATACGTATTATC 
AAAAGACGAAGGTGGACGTCACACTCCATTCTTCTCARACTATCGTCCACAATTCTATTTCCGTACTAC 

Tuf 372 S. epidermidis Tuf 372 

TGATGCCAGTTGAGGACGTATTCTCAATCACTGGTCGTGGTACTGTTGCTACAGGCCGTGTTGAACGTGGTCAAAT 
CAAAGTTGGTGAAGAAGTTGAAATCATCGGTATGCACGAAACTTCTAAAACAACTGTTACTGGTGTAGAAATGTTC 
CGTAAATTATTAGACTACGCTGAAGCTGGTGACAACATCGGTGCTTTATTACGTGGTGTTGCACGTGAAGACGTAC 
AACGTGGTCAAGTATTAGCTGCTCCTGGTTCTATTACACCACACACAAAATTCAAAGCTGAAGTATACGTATTATC 
T AAAG AT G AAGG T GG AC G T C AC AC T C C AT T C T TC AC T AAC T AT C GC C C AC AAT T C T AT T T C C G T AC T AC 

Tuf 372 S. saprophyticus Tuf 372 

TGATGCCAGTTGAGGACGTATTCTCAATCACTGGTCGTGGTACTGTTGCTACAGGCCGTGTTGAACGTGGTCAAAT 
CAAAGTCGGTGAAGAAATCGAAATCATCGGTATGCAAGAAGAATCAAGCAAAACAACTGTTACTGGTGTAGAAATG 
TTCCGTAAATTATTAGACTACGCTGAAGCTGGTGACAACATTGGTGCATTATTACGTGGTGTTTCACGTGATGATG 
TACAACGTGGTCAAGTTTTAGCTGCTCCTGGTACTATCACACCACATACAAAATTCAAAGCGGATGTTTACGTTTT 
ATCTAAAGATGAAGGTGGTCGTCATACGCCATTCTTCACTAACTACCGCCCACAATTCTATTTCCGTACTACTGAC 



16S Staphylococcus 16S 451 

CGCCGCGTGAGTGATGAAGGTCTTCGGATCGTAAAACTCTGTTATTAGGGAAGAACAAACGTGTAAGTAACTGTGC 
ACGTCTTGACGGTACCTAATCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGC 
GTTATCCGGAATTATTGGGCGTAAAGCGCGCGTAGGCGGTTTTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCG 
TGGAGGGTCATTGGAAACTGGAAAACTTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGC 
AGAGATATGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACGCTGATGTGCGAAAGCGTGGGGA 
TCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGTGTTAGGGGGTTTCCGCC 
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FIG. 19A 
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FIG. 19C 
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FIG. 19E 
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FIG. 19G 
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FIG. 191 
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FIG. 20C 
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FIG. 20E 
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